. Summary of the reannotation pipeline. The x axis summarizes the original probe annotation of the oligoarray used in the experiments (Agilent DNA SurePrint G3 Human Gene Expression 8 × 60 k v2). The "empty" category refers to probes with a blank line in the original Agilent annotation file. The "unclear" category refers to poorly annotated probes, with not enough information to be assigned to a protein-coding or noncoding gene locus. Probes were reannotated following genome mapping and cross-reference with catalogs of protein-coding and noncoding RNAs (GENCODE, Broad Institute Human lincRNA, LNCipedia, NONCODE) as shown in the y axis (see Methods for details of the reannotation pipeline). A fraction of the probes aligned to multiple genomic sites (white bars) or where poorly annotated (gray bars) and were excluded from further analysis. Noncoding transcripts were classified as known lncRNAs or pseudogenes (blue and red bars, respectively). Protein-coding mRNAs are shown as black bars. 
